HW 1
Bioinformatics




Student Name: 
1. True of false (Circle the correction answer) 6 points
1.1  Sequences in FASTA format are text files. 



(T or F)

1.2  Sequences in Genbank format are text files. 



(T or F)

1.3  Genebank “gi” numbers are never changed. 


 
(T or F)

1.4 For Table 1 and 2 (see below), we can connect them through the field “ID”. (T or F)
1.5 For Table 2 and 3, we can connect them through the filed “CourseNumber”. (T or F)
1.6 For all three table, we can connect them through the field “ID”.  
(T or F) 

2.Multiple choice questions (2 points)
2.1 Relational database organize data as 
(A) rows (B) columns(C) tables (D) fields


Answer: ____

2.2 In relational databases, columns in the tables correspond to  

(A) tags (B) fields (C) entries (D) ids



Answer: ____
3. The Genbank accession number for human SIRT2 is NM_012237.  Please out the Genbank accession number of the protein sequence for this gene. Copy pate the protein sequence in FASTA format in the space below. (3 points)









Table-1


ID�
Name�
�
1�
John�
�
2�
Adam�
�
3�
Emily�
�
…�
…�
�









Table-2


ID�
CourseNumber�
�
1�
BIOL368�
�
2�
BIOL202�
�
3�
EVSC500�
�
…�
…�
�









Table-3


CourseNumber�
CourseName�
�
BIOL368�
Bioinformatics�
�
BIOL202�
MCB�
�
EVSC500�
Biostatistics�
�
…�
…�
�












