Who is the closest living relative of the giant panda?
Introduction 

Should the giant panda be classified with bears, raccoons or as a single member of its family? In 1985 a group of scientists from the Smithsonian Institute demonstrated that the giant panda is closer to bears than to raccoons. 
In this exercise, we will re-approach this question by construction of a phylogenetic tree of selected species using the mitochondrial 16s rRNA genes. You are provided with the mitochondrial 16s rRNA genes from the following species: giant panda, red panda, Asian black bear, Asian sun bear, brown bear, spectacled bear, and the extinct short-faced bear. The mitochondrial DNA sample for the short-faced bear was isolated from a heel bone found at Eldorado Creek, Canada, dated at 22417 +/- 452 years before present time. The sequence of the extinct short-faced bear is used as a reference in this exercise. 
Computer lab instructions
1. The sequences of a group of 16s rDNA genes can be found at:
                http://www.bioinformatics.org/ctls/wiki/Main/EssentialConceptsOfPhylogeny 
2. Click “FASTA” and download the 16s rDNA sequences to your own computer (By default, file name is “panda16srDNA.fasta”). 
3. Go to http://www.phylogeny.fr website. Choose “one-click” feature. Browse and submit the 16s rDNA sequence file.  While you wait for the result, this site animated the process of phylogeny construction. 
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