1
NRRNKARKVV

bb
fff

51

L Al CENEFA A

bbebbbeb
ssf ssf

101

vVARVEEF B Y
bbbbbebbbb
s fs

151

S KIZRAZ ¥ MA C
bebebbbbbb
sfsss

201
VFANFV[EKRI
bbbbebeebb

251
RSLEFSESNV
b b

301

Nra LgTiNc
bbbbebbbb

f f s

351

SSRE[

b
f

ConSurf Results. Date:17/05/2026

11
SRSTALVPMA
bb

61

[@2Fs VEPEKE
b

f f fof f

111

FRAEVAVGA[S
beb

161

& L MRS
bbb bebbb
ffsf S

211

MeLRGI RPLA
bbebbbebb
S

261

MGAAaTAMKEL
b beb

311
= PYTDSA

b bb
fff

The conservati on scal e:

23456 78F

21
PASQREGgAP

71
IEENF HERT L

b
fff f

121
PTTFVGVPYP
b b

171

I STEV QR
bbebbebbeb
fs s f

221
PRDO[YscNFH

bb

f f SS

271

APGGGTRTTL
beb

321

LEQFsGcVEgP

bbebb
ff

31

RKPRKRNQAL
b

81

Al D-TSV

bb
f f

131

TYATNFHEAGS
bebbbbeeb
SS
181
DLNLSEAVNP

bebb b

231
DEEAYTFF DK
bbbbeb
s s f
281
TlELEENVNTEV
bbbbebebbb
S S

331
FOLIEALE C-
bbb

f SS sf

.R.PRL.DAE
bbbeb
f s

91

VFTPNIET Y1

b bbb
f

141
QNGEPAVNNY
b beeb

191

AVTAI TPAP[G
beb b

241
STDEEMEDFV
bebeebb

291

YKIS.PTGEV
bebbb
S S

341

NLKMRF[FVEN
bbeebebbb
f ss

Variable Average Conserved

- An exposed residue according to the neural network algorithm
b - A buried residue according to the neural network al gorithm
f - A predicted functional residue (highly conserved and exposed).
s - A predicted structural residue (highly conserved and buried).
X - Insufficient data - the calculation for this site was

performed on | ess than 10% of the sequences.



